The term "DNA fingerprint" has been used to describe the extensive restriction fragment length polymorphism associated with hypervariable minisatellites present in the human genome. Until now, it was necessary to hybridize Southern blots to specific probes cloned from human genomic DNA in order to obtain individual-specific restriction patterns. The present study describes the surprising finding that the insertfree, wild-type M13 bacteriophage detects hypervariable minisatellites in human and in animal DNA, provided no competitor DNA is used during hybridization. The effective sequence in M13 was traced to two dusters of 15-base pair repeats within the protein III gene of the bacteriophage. This unexpected use of M13 renders the DNA fingerprinting technology more readily available to molecular biology laboratories.
The term "DNA fingerprint" has been used to describe the extensive restriction fragment length polymorphism associated with hypervariable minisatellites present in the human genome. Until now, it was necessary to hybridize Southern blots to specific probes cloned from human genomic DNA in order to obtain individual-specific restriction patterns. The present study describes the surprising finding that the insertfree, wild-type M13 bacteriophage detects hypervariable minisatellites in human and in animal DNA, provided no competitor DNA is used during hybridization. The effective sequence in M13 was traced to two dusters of 15- Southern blotting experiments as described in the legend to Fig. 1 with the milk-based cocktail for hybridization.
it should be possible to affinity-purify the bacteriophage sequence involved by a round of hybridization-selection to herring sperm DNA. A radioactively labeled M13 probe was purified in this way and hybridized to a Southern blot containing restriction fragments of the replicative form of M13 (Fig.  2B) . Total, unpurified M13 was used as a control on a replicate blot ( Fig. 2A) . The results indicated that the affinity-purified 684 probe was enriched in sequences corresponding to a region between coordinates 1013 and 2528 on the M13 map (Fig. 3A) . Inspection of this region of the phage sequence revealed the presence of a 15-bp motif repeated in tandem at two places in the protein III gene and corresponding to (Glu, Gly, Gly, Gly, Ser)n (Fig. 3B) . A 280-bp fragment essentially made of one of the repeat clusters was purified and used as a probe on a Southern blot of human DNA cleaved with Hae III. A typical hyperpolymorphic pattern was obtained (Fig. 4A) (12) .
